Figure 1 

Clone Sl+27 protein sequence (SEQ ID No. 1) 

1 KSSPLLIRMEESLNIVKYTAFLYNDQLIWSGLEQDDMRILYKYLTTSLFP 5 0 

51 RHIEPELAGRDSPIRAEMPGNLQHYGRFLTGPLNLNDPDAKCRFPKIFVN 100 

101 TDDTYEELHLIVYKAMSAAVCFMIDASVKPTLDFCRRLDSIVGPQLTVLA 150 

151 SDICEQFNINKRMSGSEKEPQFKFIYFNHMNLAEKSTVHMRKTPSVSLTS 2 00 

2 01 VHPDLMKILGDINSDFTRVDEDEEIIVKAMSDYWWGKKSDRRELYVILN 250 

251 QKNANL I E VNE VKKL CATQ FNNI F FLD 2 77 
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Figure 2 

Clone Sl+28 protein sequence (SEQ ID No. 2) 

1 FAVDAKALPQNKPRPLTQEEIAQRRERARQRHAEKLAAAQGQAPLEPTQD 5 0 
51 GSAIETCPKGDEPRGDEQQVESMTPKPVLQEENNQESFIAFARVFSGVAR 10 0 
101 RGKKIFVLGPKYSPLEFLRRVPLCFSAPPDGLPQVPHMAYCALENLYLLM 15 0 
151 GRELEYLEEVPPGNVLGIGGLQDFVLKSATLCSLPSCPPFIPLNFEATPI 20 0 
2 01 VRVAVE PKHP S EMPQLVKGMKLLNQADP CVQI L I QETGEHVLVTAGEVHL 25 0 
251 QRCLDDLKERFAKIHISVSEPIIPFRETITKPPKVDMVNEEIGKQQKVAV 300 
301 IHQMKEDQSKIPEGIQVDSDGLITITTPNKLATLSVRAMPLPEEVTQILE 350 
351 EMSDLIRSMEQLTSSLNEGENTHMIHQKTQEKIWEFKGKLEQHLTGRRWR 4 00 
401 NIVDQIWSFGPRKCGPNILVNKSEDFQNSVWTGPADKASKEASRYF.DLGN 45 0 
451 SIVSGFQLATLSGPMCEEPLMGVCFVLEKWDLSKFEEQGASDLAKEDRRK 500 
5 01 MKPVLVEMKTKSYKMAALRPLRRGHHRKENLHSLTAMDLSQDS 543 
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Figure 3 

Clone Sl+19 protein sequence (SEQ ID No. 3) 

1 MKAVKSERERGSRRRHRDGDWLPAGWVKQERLSPEVAPPAHRRPDHSG 50 
51 GSPSPPTSEPARSGHRGNRARGVSRSPPKKKNKASGRRSKSPRSKRNRSP 100 
101 HHSTVKVKQEREDHPRRGREDRQHREPSEQEHRRARNSDRDRHRGHSHQR 15 0 
151 RTSNERPGSGQGQGRDRDTQNLQAQEEEREFYNARRREHRQRNDVGGGGS 2 00 
201 ESQELVPRPGGNNKEKEVPAKEKPSFELSGALLEDTNTFRGVVIKYSEPP 25 0 
251 EARIPKKRWRLYPFKNDEVLPVMYIHRQSAYLLGRKRRIADIPIDHPSCS 3 00 
3 01 KQHAVFQYRLVEYTRADGTVGRRVKPYIIDLGSGNGTFLNNKRIEPQRYY 350 
351 ELKEKDVLKFGFSSREYVLLHESSDTSEIDRKDDEDEEEEEEVSDS 3 96 
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Figure 4 

Protein sequence of NIPP-1 domain (SEQ ID No. 4) homologous 
to SNIP 1. 

1 YLFGRNPDLCDFTIDHQSCSRVHAALVYHKHLKRVFLIDLNSTHGTFLGH 5 0 
51 IRLEPHKPQQIPIDSTVSFGASTRAYTLREKP 82 
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Figure 5 

Clone Sl+19 Smad binding domain protein sequence (SEQ ID No 
5) 



1 RHRGHSHQRRTSNERPGSGQGQGRDRDTQNLQAQEEEREFYNARRREHRQ 50 

51 RNDVGGGGSESQELVPRPGGNNKEKEVPAKEKPSFELSGALLEDTNTFRG 10 0 

!2 101 WIKYSEPPEARIPKKRWRLYPFKNDEVLPVMYIHRQSAYLLGRHRRIAD 15 0 

fti 151 IPIDHPSCSKQHAVFQYRLVEYTRADGTVGRRVKPYIIDLGSGNGTFLNN 200 

201 KRIEPQRYYELKEKDVLKFGFSSREYVLLHESSDTSEIDRKDDEDEEEEE 250 

**' 251 EVSDS 255 

OQ 



N 
SI 

! i i 
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Figure 6 

Clone Sl+19 C. elegans homology protein sequence 
(SEQ ID No. 6) 

1 GALTEDTNTFRGWIKYNEPPEAKKPNARWRLYPFKGEESLQVLYIHRQS 
5 1 AYL I GRDHKI AD I PVDHPS CS KQHAVLQ FRSMP FTRDDGTKARR I MP Y 1 1 
101 DLGSGNGTFLNEKKIEPQRYIELQEKDMLKFGFSTREYWMKEREITEEE 
151 LAEGEDVKKEESD 163 
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Figure 7 

r , Clone Sl+12 protein sequence (SEQ ID No. 7) 

ft 1 EFGTRRMMEGLDDGPDFLSEEDRGLKAINVDLQSDAALQVDISDALSERD 50 

^ 51 KVKFTVHTKSSLPNFKQNEFSVVRQHEEFIWLHDSFVENEDYAGYIIPPA 100 

8=1 101 PPRPDFDASREKLQKLGEGEGSMTKEEFTKMKQELEAEYLAIFKKTVAMH 15 0 

fj 151 EVFLCRVAAHPILRRDLNFHVFLEYNQDLSWGKKKKKNSRSFGLLRQ 198 

b 
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Figure 8 

Clone Sl+12-2 protein sequence (SEQ ID No. 8) 

1 HASGLGAAMMEGLDDGPDFLSEEDRGLKAINVDLQSDAALQVDISDALSE 5 0 
51 RDKVKFTVHTKS S L PNFKQNE F S WRQHEE F I WLHD S FVENED YAGY IIP 100 
101 PAPPRPDFDASREKLQKLGEGEGSMTKEEFTKMKQELEAEYIAIFKKTVA 150 
151 MHEVFLCRVAAHPILRRDLNFHVFLEYNQDLSVRGKNKKEKLEDFFKNMV 2 00 
201 KSADGVIVSGVKDVDDFFEHERTFLLEYHNRVKDASAKSDRMTRSHKSAA 25 0 
251 DDYNRIGSSLYALGTQDSTDICKFFLKVSELFDKTRKIEARVSADEDLKL 3 00 
3 01 SDLLKYYLRESQAAKDLLYRRSRSLVDYENANKALDKARAKNKDVLQAET 3 50 

3 51 SQQLCCQKFEKISESAKQELIDFKTRRVAAFRKNLVELAELELKHAKGNL 4 00 

4 01 QLLQNCLAVLNGDT 414 
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Figure 9 

Clone Sl + 12-5 protein sequence (SEQ ID No. 9) 

1 MTTLTEIKLLPSLVLLVCCEYLAIFKKTVAMHEVFLCRVAAHPILRRDLN 50 

■51 FHVFLEYNQDLSVRGKNKKEKLEDFFKNMVKSADGVIVSGVKDVDDFFEH 100 

101 ERTFLLEYHNRVKDASAKSDRMTRSHKSAADDYNRIGSSLYALGTQDSTD 150 

151 ICKFFLKVSELFDKTRKIEARVSADEDLKLSDLLKYYLRESQAAKDLLYR 2 00 

201 RSRSLVDYENANKALDKARAKNKDVLQAETSQQLCCQKFEKISESAKQEL 25 0 
251 IDFKTRRVAAFRKNLVELAELELKHAKGNLQLLQNCLAVLNGDT 2 94 
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Figure 10 

Clone S3+1 DNA sequence (SEQ ID No. 10) 

1 ATGTCAAGTGGAATTTGGCAGAGAGGCAAAGAAGAAGAAGGAGTTTATGG 50 

51 TTTTCTAATAGAAGATATCAGGAAGGAAGTGAATAGAGCTTCTAAACTGA 100 

101 AATGCTGTGTTTGCAAGAAAAATGGTGCTTCAATTGGATGTGTTGCACCC 15 0 

151 CGATGTAAACGAAGTTATCATTTCCCATGTGGACTTCAGAGAGAATGTAT 20 0 

2 01 TTTCCAGTTTACTGGCAATTTTGCGTCATTTTGTTGGGACCATCGACCTG 25 0 

2 51 TTCAAATAATTACATCTAATAATTATAGAGAGTCCTTACCATGCACCATT 3 00 

, 3 01 TGCTTGGAATTTATTGAGCCTATTCCAAGTTATAACATATTACGAAGTCC 350 

00 351 TTGTTGTAAGAACGCTTGGTTTCATAGAGACTGTTTACAGGTTCAAGCAA 400 
HA 

2 4 01 TAAATGCGGGAGTGTTTTTCTTTAGGTGTACAATATGCAATAATAGTGAC 450 

451 ATCTTTCAGAAAGAGATGTTGAGAATGGGAATTCATATTCCTGAAAAAGA 50 0 
501 TGCTTCCTGGGAATTAGAGGAAAACGCTTATCAAGAGCTTCTGCAGCACT 55 0 
551 ATGAGCGTTGTGATGTTCGAAGATGTCGTTGCAAAGAAGGGCGAGACTAT 60 0 

6 01 AATGCACCTGATAGCAAATGGGAAATAAAGCGCTGTCAGTGTTGTGGTTC 65 0 
651 CAGTGGCACACATTTAGCCTGCTCCTCATTACGGTCATGGGAGCAAAATT 700 

7 01 GGGAGTGTTTGGAATGTAGGGGTATTATCTACAATTCAGGAGAGTTCCAA 75 0 
751 ACAGCCAAAAAACATGTATTACCCAATTCTAATAATGTGGGGATTACAGA 8 0 0 
801 TTGTTTGTTGGAAGAGTCATCACCTAAATTACCCAGACAGTCACCTGGAT 850 
851 CCCAGAGTAAAGATCTACTGAGGCAAGGCAGCAAATTTAGAAGAAATGTA 90 0 
901 TCAACACTATTAATAGAGTTAGGATTCCAAATTAAAAAAAAAAAAAAAAA 950 
951 ACTCGAGAAGNTTGGANTNTTCGCCAGAGGTTTGGTCAA 98 9 



10 / 45 



Figure 11 

Clone S3+1 protein sequence (SEQ ID No. 11) 

1 MS SG I WQRGKEEEGVYGFL I ED I RKEVNRAS KLKCCVCKKNGAS I GCVAP 50 

51 RCKRSYHFPCGLQRECIFQFTGNFASFCWDHRPVQIITSNNYRESLPCTI 100 

101 CLEFIEPIPSYNILRSPCCKNAWFHRDCLQVQAINAGVFFFRCTICNNSD 150 

151 IFQKEMLRMGIHIPEKDASWELEENAYQELLQHYERCDVRRCRCKEGRDY 2 00 

2 01 NAPDSKWEIKRCQCCGSSGTHLACSSLRSWEQNWECLECRGIIYNSGEFQ 250 
251 TAKKHVLPNSNNVGITDCLLEESSPKLPRQSPGSQSKDLLRQGSKFRRNV 3 00 

3 01 STLLIELGFQIKKKKKKLEKXGXFARGLV 32 9 
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Figure 12 

Clone S3 +12 DNA sequence (SEQ ID No. 12) 



1 AGGAAAGCTACAGAAATTAGCACTGCAGTGGTTCAGAGGTCAGCTACCAT 5 0 

51 TGGCAGTTCTCCAGTTCTCTATAGCCAGTCAGCTATAGCTACAGGTCACC 100 

101 AGGCAGCAGGGATTGGAAACCAGGCAACAGGAATTGGACATCAGACAATA 15 0 

151 CCAGTTAGCCTTCCAGCAGCAGGAATGGGTCATCAGGCCAGAGGAATGAG 2 00 

2 01 CCTGCAGTCAAATTACCTTGGACTAGCGGCAGCACCTGCAATTATGAGTT 2 5 0 
251 ATGCAGAATGTTCTGTCCCAATTGGAGTGACTGCTCCCTCATTGCAGCCA 3 00 

3 01 GTTCAGGCCCGAGGTGCTGTGCCTACCGCTACCATTATAGAACCACCACC 3 5 0 

3 51 ACCACCTCCTCCTCCTCCTCCTCCACCACCACCAGCTCCCAAAATGCCAC 4 0 0 

4 01 CAC CTGAAAAGACAAAAAAAGGAAGGAAAGACAAGG CAAAGAAGAGTAAG 450 
451 ACCAAAATGCCATCTTTGGTAAAAAAGTGGCAGAGTATCCAGCGTGAGTT 5 0 0 
501 AGATGAAGAGGACAATTCTAGTTCCAGTGAAGAGGATCGGGAATCAACTG 55 0 
551 CACAGAAGCGAATTGAAGAGTGGAAACAGCAGCAGCTGGTTAGTGGCATG 6 0 0 
601 GCAGAGAGAAATGCTAATTTTGAAGCCCTTCCTGAGGATTGGAGAGCAAG 6 50 
651 GCTGAAGAGAAGGAAAATGGCTCCAAACACATAGTTTTTAAGTTTTTAAA 7 00 
701 ACTTTTTTGTATTATTGTTTGTTTTGTGTTCAGTTCAAAGTCTTAACCAG 75 0 
751 TTTTATTGTCAAATAAACTATAAATGTTATGGGGGAGATCTTATAAATTT 8 0 0 
801 CCTGGGCAAGAGTGTATGCATACAAAGTTTTCACTTTTGTGAAATGTAAT 850 
851 TTTTCTGTTTTTGCAAAGGGATGAGGTGATTGGAATTGCTTTGACCATGC 9 00 
901 TGCCTTTATTCTCAAACTGGCAAACTTAGCATGTTAGGTGTATTAACCTC 95 0 
951 ATCAGTCTTGAAGAACATGTGGCTCATGAGTATAACACTTCTGTAGAGGA 10 00 

1001 CTCCCTGACAAAAGTGAAGAATTAACTTCTCCTCCAGAACAAGTGCAATT 1050 

1051 CAGAAGGCAGCTCTGCATTCTACCTTGCTTGACTGGAATTGTCTGAAGCT 110 0 

1101 TTTTCTGGCCTCTTTTCTCTAGTCGGCCACCCCTGAAGTGCTGAGGTCTA 115 0 

1151 AGTGGTTTACCTCGTGCTGATAGATGGCCACACTCTTTAGAGTAGTTCTC 12 0 0 

12 01 ATAAGTTCTAGAACTGGTAGCTCGGTCGTTTCGCACACTAGGTGGCATAC 125 0 
1251 AGGCAGCAGCAGGTGTTCATATCCTTGATTTTGAGAATTTCCCCTCAAGT 13 0 0 

13 01 ATGTGGCAGTAAATACAACAAGACACTCTATGTATTAATGTCTCCATTGT 13 5 0 

13 51 CTTAACCCTGTTCCAAAACAAAATTCACCTCCTTTCTTTATGTGAATGTA 14 0 0 

14 01 TTCTCCATAAAATTCCAGTATTTAAAAAGCAGTTTACTGTTCTGTACTTT 14 5 0 
1451 CTGTTGTATCACAATCAGGTAAAAGTCACTTTAAACTGAGGAAACGGCAA 1500 

15 01 ATTGTGTTTTAAAGCTCTTTGTATTTCTCCAGTTTCTGACCTTGTAAATT 155 0 
1551 TGTATATATGCACTAATAAAGCTTTTTTTATAATCCTGAAAAAAAAAAAA 16 0 0 
1601 AAAAAAAAAAAAAACTCGAGAAGC TTTGGACTTCTTCG C CAGAGGTTTGG 165 0 
1651 TCAAGTCTCCAATCAAGGTTGTC 1673 
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Figure 13 

Clone S3+12 protein sequence (SEQ ID No. 13) 

1 EFGTRRRKATEISTAWQRSATIGSSPVLYSQSAIATGHQAAGIGNQATG 5 0 

51 IGHQTIPVSLPAAGMGHQARGMSLQSNYLGLAAAPAIMSYAECSVPIGVT 100 

101 APSLQPVQARGAVPTATIIEPPPPPPPPPPPPPPAPKMPPPEKTKKGRKD 150 

151 KAKKSKTKMPSLVKKWQSIQRELDEEDNSSSSEEDRESTAQKRIEEWKQQ 200 

2 01 QLVSGMAERNANFEALPEDWRARLKRRKMAPNT 23 3 
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'igure 14 

'lone S3+103 DNA sequence (SEQ ID No. 14) 

1 GAATTCGGCACGAGGCGGACGTCATTGAGCTGCGACCCTTGTTCAACGCC 50 
51 GTTGGGCAAGCCAGCTGCTGGAGGTGCCGAGAATCTGAGTTTCGGCAAGC 100 
101 AGCCAGGTCTGGAAACTAATATTTTAAAAATGACTACACCAAACAAGACA 150 
151 CCTCCTGGTGCTGACCCCAAGCAGTTGGAAAGGACTGGAACAGTACGGGA 2 00 
201 AATTGGGTCACAAGCTGTTTGGTCACTCTCATCTTGCAAACCAGGATTTG 250 
251 GAGTGGATCAGTTACGAGATGACAATCTAGAAACTTATTGGCAATCAGAT 3 0 0 

3 01 GGTTCCCAGCCTCATTTAGTGAACATCCAATTCAGAAGAAAAACAACAGT 3 50 
351 GAAGACATTATGTATTTATGCAGACTACAAATCTGATGAAAGCTATACTC 4 00 

4 01 CAAGCAAGATCTCAGTCAGAGTAGGAAATAATTTTCACAACCTTCAAGAA 450 
451 ATTCGGCAACTTGAGTTGGTGGAACCAAGTGGCTGGATTCATGTTCCCTT 500 
501 AACTGACAATCATAAGAAGCCAACTCGTACATTCATGATACAGATTGCTG 550 
551 TTCTAGCCAATCACCAGAATGGAAGAGACACCCATATGAGACAAATTAAA 600 
601 ATATACACACCAGTAGAAGAGAGCTCCATTGGTAAATTTCCTAGATGTAC 6 50 
651 AACTATAGATTTCATGATGTATCGTTCAATAAGGTGACTTTAAAATGAGA 7 0 0 
701 CGAAAATCATTAAACGTATCTTTGTTCTTATCCTGTATTTAAATAATATA 750 
751 TCATGTACCTTTATTGAACAAGGCATCCGTTATATCTAATTTTGTATATG 8 00 
8 01 TTTAAAAATATTTTATTGTAACTTTGACAAATAAATTTGGGGTCATATTA 8 50 
851 TCTTTATTTTCTTTAACATGTAATAAAGCTCACATATTTTACATTAAAAA 90 0 
901 AAAAAAAAAAAAAAAAACTCGAGAAG 926 
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Figure 15 

Clone S3+103 protein sequence (SEQ ID No. 15) 

1 EFGTRRTSLSCDPCSTPLGKPAAGGAENLSFGKQPGLETNILKMTTPNKT 50 

51 PPGADPKQLERTGTVREIGSQAVWSLSSCKPGFGVDQLRDDNLETYWQSD 100 

101 GSQPHLVNIQFRRKTTVKTLCIYADYKSDESYTPSKISVRVGNNFHNLQE 15 0 

151 IRQLELVEPSGWIHVPLTDNHKKPTRTFMIQIAVLANHQNGRDTHMRQIK 200 

201 IYTPVEESSIGKFPRCTTIDFMMYRSIR*L*NETKIIKRIFVLILYLNNI 250 

251 SCTFIEQGIRYI * FCICLKIFYCNFDK* IWGHIIFIFFNM* * SSHILH*K 300 
301 KKKKKNSR 308 
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Figure 16 

Clone S3+125 DNA sequence (SEQ ID No. 16) 

1 CAGGAATCTGTCCGAAGATAATTGAGGCAGAAGAGTCCAGAATGGGCCTC 5 0 

51 ATCATCGTCAATGCCTGGTACGGGAACTTTGTCAATGACAAGAGCAGGAA 100 

101 GAGCGAGAAGGTGAAGGTGATTGACGTGACTGTGCCCTGCAGTGCCTGGG 150 

151 TAAGGACTCGAAGCTCATCCTCACGAGGCCTCCAAGCTGGGCTGCCTGGC 2 00 



\i 2 01 TTTTATGACCCGTGTGTGGGGGAAGAGAAGAACCTGAAAGTGCTCTATCA 2 50 

if 2 51 GTTCCGGGGCGTCCTGCATCAGGTGATGGTGCTGGACAGTGAGGCCCTCC 3 00 

W 

O 

h 

Pj 

CPS 1 



3 01 GGATACCAAAGCAGTCCCACAGGATCGATACAGATGGATAAACTGCCAAG 3 5 0 

3 51 AACCAGATTTTTAAAAGGCCGCAAAAAATCTTTTCCTGGGAGTCTACAAA 4 00 

4 01 TTTGGAAATGAAAAAACCCAGACATCAGATGTTTTTATTTTATATTATTA 4 50 
451 TTATAGAAGGTGGTACCATTATCAATTATGTGAAGGGACATGCAGACACC 5 00 

5 01 CCAGCACTGGTATCTGAGTAACGGCTAAGAACCTCCTTCCTCTGGTTTTG 550 
5 51 AAAAGCAGTTCGGGTTGTCCAATTCTGTAACATTCATCTCCATTTTTTAA 6 00 
601 AAAGGTTTCTCTGACGGCCCCACGGCCCGAGCCGCGGTGAGCGTCGTGTT 6 50 
651 GCATGAGCCTGGGCCCCGGGCTTCCCGTGCGCCTCTGCCGCAGGTGCTTC 7 00 
701 TGGGCACCCATCCTCTGCGTTTCATTTGCAGTCGACTGTACAGAAGGCAC 750 
751 TCACCACAATAAACCTTTCCTGAAAGCAAAAAAAAAAAAAAAAAAACTCG 8 00 
8 01 AGAAGGTTTGGACTTGTTCGCCAGAGGTTTGGTCAAGTNTCCAA 844 
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Figure 17 

Clone S3+125 protein sequence (SEQ ID No. 17) 

1 IRHEAAGICPKIIEAEESRMGLIIVNAWYGNFVNDKSRKSEKVKVIDVTV 50 
51 P CS AWVRTRS S S SRGLQAGLPGFYDP CVGEEKNLKVLYQFRGVLHQVMVL 100 
101 DSEALRIPKQSHRIDTDG 118 
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Figure 18 

Clone Sl+3 0 DNA sequence (SEQ ID No. 18) 



!ii 
% ! 



CO 



1 GAATTCGGCACGAGGCGGACAAAGGGAATCAAAGTTGTGGGAAAATGGAA 50 

51 GGAAGTGAAGATTGACCCAAATATGTTTGCAGATGGACAGATGGATGACT 100 

101 TGGTGTGCTTTGAGGAATTGACAGATTACCAGTTGGTCTCCCCTGCCAAG 150 

151 AATTCCCTCCAGCTCTCTTCTCAAAGGAAGCACCCAAGAGAAAGGCACAA 20 0 
2 01 GCTGTTTCAGAAGAAG 216 
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Figure 19 

Clone Sl+30 protein sequence (SEQ ID No. 19) 

1 EFGTRRTKGIKWGKWKEVKIDPNMFADGQMDDLVCFEELTDYQLVSPAK 50 
51 NSLQLSSQRKHPRERHKLFQKK 72 
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Figure 2 0 

Clone S3+14 5* DNA sequence (SEQ ID No. 20) 

1 CGATTTCTAGCGTATATGGAGGATCGCAGAAAACAGAAGTGGCAAAGATG 50 

51 TAAAAAAAATAATAAGGCAGAATTGAACTGTTTGGGAATGGAACCAGTAC 10 0 

101 AGACAGCTAACTCTAGAAATGGGAAAAAGGGTCATCACACTGAAACGGTG 15 0 

151 TTCAACCGGGTTTTGCCAGGGCCTATTGCACCAGAGAGCAGCAAGAAGCG 20 0 



m 

W 2 01 GCCCGTAGATGCGACCAGACCTTTCTAAGATGATGGCCCTCATGCAGGTG 25 0 



251 GAAGCATCGGT 261 
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Figure 21 

Clone S3+14 3' DNA sequence (SEQ ID No. 21) 

1 AGAGGCCCTCATGCAGGGTGGAAGCACTGGGTCTCTATCTCTGCATAACA 50 
51 CGTTCCAACACAGCAGTAGTGGCCTACAGTCTGTGTCATCTTTGGGTCAC 100 
101 AGCAGTGCCACTTCTGCATCTTTGCCTTTTATGCCATTTGTGATGGGTGG 15 0 
151 TGCACCATCATCCCCTCATGTAGACTCCAGCACCATGCTTCATCACCACC 200 
201 ACCACCACCCCCACCCCCACCATCACCACCATCACCATCCAGGCTTGAGA 250 
251 GCCCCTGGCTACCCCTCTTCACCAGTGACTACCGCCTCTGGTACTACCTT 3 00 
3 01 GCGGTTGCCACCACTGCAACCTGAGGAGGATGACGATGAGGATGAAGAAG 3 50 

3 51 ATGATGATGACTTATCTCAGGGCTATGATAGCTCAGAAAGGGACTTCTCA 4 00 

4 01 CT C ATTG ATG AT C CTATG ATG C C AGCT AACT C AG ACTC C AGTG AAGATG C 4 50 
451 TGATGACTGAAGCCCCAGCATGGGCCCCATTGCTTGGGCGGCTGCTGTAT 5 00 

5 01 TTTCATTTACTCTGGCCCTTGGACTATGGAAACGTGGGAGGGGCAGG 54 7 
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Figure 22 

Clone S3+14 protein sequence (SEQ ID No. 22) 

1 EALMQGGSTGSLSLHNTFQHSSSGLQSVSSLGHSSATSASLPFMPFVMGG 50 

51 APSSPHVDSSTMLHHKKHHPHPHHHHHHHPGLRAPGYPSSPVTTASGTTL 10 0 

101 RLPPLQPEEDDDEDEEDDDDLSQGYDSSERDFSLIDDPMMPANSDSSEDA 150 

151 DD 152 
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FIGURE 23 
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Figure 33 

Clone Sl+19 cDNA sequence (SEQ ID No. 23) 

1 GAGGAGCTCAACTGATCTGTTTTCTTTCGCCCAGCCAAAATCACAGAATG 50 
51 AAGGCGGTGAAGAGCGAACGGGAGCGAGGGAGCCGGCGAAGACACCGGGA 100 
101 CGGGGACGTGGTGCTGCCGGCGGGGGTGGTGGTGAAGCAGGAGCGTCTCA 150 
151 GCCCAGAAGTCGCACCTCCCGCCCACCGCCGTCCGGACCACTCCGGTGGT 200 
2 01 AGCCCGTCTCCGCCGACCAGCGAGCCGGCCCGCTCGGGCCACCGCGGGAA 25 0 

2 51 CCGAG C C CG AGG AG TT AG C CGG TC CC C AC C C AAAAAGAAAAAC AAGG C CT 3 00 

3 01 CAGGGAGAAGAAGCAAGTCTCCTCGCAGTAAGAGAAACCGAAGTCCTCAC 3 50 
3 51 CACTCAACAGTCAAAGTGAAGCAGGAGCGTGAGGATCATCCCCGGAGAGG 4 00 
401 AC GGG AGGAT CGG C AG C AC AGGG AAC CAT C AGAAC AGG AAC AC AGG AGAG 450 
451 CTAGGAACAGTGACCGGGACAGACACCGGGGCCATTCCCACCAAAGGAGA 500. 

5 01 ACGTCTAACGAGAGGCCTGGGAGTGGGCAGGGTCAGGGACGGGATCGAGA 55 0 
551 CACTCAGAACCTGCAGGCTCAGGAAGAAGAGCGGGAGTTTTATAATGCCA 6 00 

6 01 GGCGACGGGAGCATCGCCAGAGGAATGACGTTGGTGGTGGCGGCAGTGAG 650 
651 TCTCAGGAGTTGGTTCCTCGGCCTGGTGGCAACAACAAAGAAAAAGAGGT 700 

7 01 GC C CGCTAAAGAAAAAC CAAG CTTTGAACTTT CTGGGGCACTTCTTG AGG 75 0 
751 ACACCAACACTTTCCGGGGTGTAGTCATTAAATATAGTGAGCCCCCAGAA 800 

8 01 GCACGTATCCCCAAAAAACGGTGGCGTCTCTACCCATTTAAAAATGATGA 850 
8 51 GGTGCTTCCAGTCATGTACATACATCGACAGAGTGCGTACCTACTGGGTC 90 0 
901 GACACCGCCGCATTGCAGACATTCCAATTGATCACCCGTCTTGTTCAAAG 950 
951 CAGCATGCGGTCTTTCAATATCGGCTTGTGGAATATACCCGTGCTGATGG 1000 
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1001 CACAGTTGGCCGAAGAGTGAAGCCCTACATCATTGACCTTGGCTCAGGCA 1050 
1051 ATGGAACCTTCTTAAACAACAAACGTATTGAGCCACAGAGATACTATGAA 1100 
1101 CTAAAAGAAAAGGATGTACTCAAATTTGGATTCAGTAGCAGAGAATACGT 115 0 
1151 CTTGCTCCATGAGTCGTCGGACACTTCTGAAATAGACAGGAAAGATGACG 12 00 
1201 AGGATGAGGAGGAGGAGGAAGAAGTGTCTGACAGCTAGCAAACTAAGAAC 1250 
1251 CCAAACTATTGATACACGGTTTCCTTCTTGGAAGTCTTTGATTGACTCAG 13 00 

13 01 AGAGCACTATGGTGGTGGGTCCAGCACTATGGTGCTCTCTGTAATGCCTC 13 50 
1351 TTACTGCCTTAAGTCTTTCCTCTGTTGCTGACCAGATTGTGTTACCATTT 14 0 0 

14 01 GAATACACTGACTAATGTTTGTTAAACTTTTTCTGTGGCACCTTGGCCAC 14 50 
1451 ATGCCTGCAGGCATTTGTTTTCAGAACAGTCTCACCAATTACAACACACC 15 00 
1501 GTGTTTTAGTAGAAGTGTTGTGGTTTTAGTTGGTGCTTTCAGAACTGCTG 15 50 
1551 C C T AGGAAA CTATAAAC C CTTGGTTAAGGGGAAAT CATGG CTT GTT CTCT 1600 
16 01 TTGTACAGTTACTTTATTTATATAGGTGTTAAGCTTTGTGGACCAGGTGT 1650 
1651 TTTTCTTTTGGGGCGAACCCCTGAGCAGAGAATCTTACTAGGCTTTGGTT 1700 
1701 AT C AC CAAAACAAC CTC CAGTATATAC CAAAGCTTTGACTTGTTTGAGCT 175 0 
1751 CTTGAGCTTAGAAGTTGATTTTGCACTTATTTTTTTGGGGGGTGGGAATG .1800 

18 01 TACTGCAGTCAGTAAACATTATTGACTGTTTAACTTAAACAGATGCTTTA 1850 
1851 TGGCACCTGCTCAAGCCCGTGACTGTACAGAAGGATCCTGGTTGCTACCA 1900 

19 01 GTGGGTGCTGATTCAGCATCACAAGTGACTGAAATTGGCTGTGGATCTGT 195 0 
1951 T CTTTGTGAAAGAATT C CTGATTT CT C C ATGGAGC ATGT AC ACAAC AATT 200 0 

20 01 TTGATCATATTAACTGTACTTCAGTTTTGCATTTTTATTCAAATGTTATC 205 0 
2 051 TCTTTTTTTCTTTGAGAAATAAACTGTCACTGATGTGACAGCGTTCTTTC 2100 
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2101 TTTATTCTAATAA.CATGTATAGATCTAAAGCAGGTTGTGTTGTTTACATG 2150 
2151 TTTCTAC AC ATTT CAT C CTTTAAAAAGTTG TTGAG AG AGGTTGT ATTTAC 2200 

22 01 CTTCCCAAGGTTGGAAAGCAGGGGAATTTCCCAGTGTCCTAGTTTTCCAC 225 0 
2251 CAGAGGAATATGTGTAAGTAGCAAAGTATTTGCTGCTTACATATAGTGTG 23 00 

23 01 TATGTATGTATATATGTAAATTGTGTGTTAAAGAGCTGATACTGATTTTC 2 3 50 
J 23 51 ATATGACAATGTTAGGCAAAGGCCTCCCTGCATTTGAAGAGCAGGTTTTC 24 0 0 
Si 24 01 ATTTATATGTATTTTTGGGATAAAAAAATAAAATTTGTAAATATAGCCCC 2450 



CO 



2451 CAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 2496 
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Figure 34 

Clone Sl+12-2 cDNA sequence (SEQ ID No. 24) 



Hi 

SI 

w 



1 CCCACGCGTCCGGCCTCGGAGCAGCCATGATGGAAGGCCTGGACGACGGC 50 

51 CCGGACTTCCTCTCAGAAGAGGACCGCGGACTTAAAGCAATAAATGTAGA 100 

101 TCTTCAAAGTGATGCTGCTCTGCAGGTGGACATTTCTGATGCTCTTAGTG 150 

151 AGCGGGATAAAGTAAAATTCACTGTTCACACAAAGAGTTCATTGCCAAAT 200 

2 01 TTTAAACAAAACGAGTTTTCAGTTGTTCGGCAACATGAGGAATTTATCTG 250 
251 GCTTCATGATTCCTTTGTTGAAAATGAAGACTATGCAGGTTATATCATTC 3 00 

3 01 CACCAGCACCACCAAGACCTGATTTTGATGCTTCAAGGGAAAAACTACAG 350 

3 51 AAGCTTGGTGAAGGAGAAGGGTCAATGACGAAGGAAGAATTCACAAAGAT 4 00 

4 01 GAAACAGGAACTGGAAGCTGAATATTTGGCAATATTCAAGAAGACAGTTG 450 
451 CGATGCATGAAGTGTTCCTGTGTCGTGTGGCAGCACATCCTATTTTGAGA 500 
501 AGAGATTTAAATTTCCATGTCTTCTTGGAATATAATCAAGATTTGAGTGT 550 
551 GCGAGGAAAAAATAAAAAAGAGAAACTTGAAGACTTCTTTAAAAACATGG 6 00 

6 01 TTAAATCAGCAGATGGAGTAATCGTTTCAGGAGTAAAGGATGTAGATGAT 650 
651 TTCTTTGAGCACGAACGAACATTTCTTTTGGAGTATCATAACCGAGTTAA 700 

7 01 GGATGCATCTGCTAAATCTGATAGAATGACAAGATCCCACAAAAGTGCTG 750 
751 CAGATGATTACAATAGAATTGGTTCTTCATTATATGCTTTAGGAACTCAG 800 
801 GATTCTACAGATATATGCAAGTTTTTTCTCAAAGTTTCAGAACTGTTCGA 850 
851 TAAAACAAGAAAAATAGAAGCACGAGTGTCTGCTGATGAAGAC CTCAAAC 900 
901 TTTCTGATCTTTTAAAATATTACTTAAGAGAATCTCAAGCTGCTAAGGAT 950 
951 CTCCTGTATCGAAGGTCTAGGTCACTAGTGGATTATGAAAATGCTAATAA 100 0 
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1001 AGCACTGGATAAAGCAAGAGCAAAAAATAAAGATGTTCTACAGGCCGAAA 1050 

1051 CTTCCCAACAATTATGTTGTCAGAAATTTGAAAAAATATCTGAGTCTGCA 110 0 

1101 AAACAAGAACTTATAGATTTTAAGACAAGAAGAGTTGCTGCATTCAGAAA 1150 

1151 AAATTTAGTGGAACTGGCAGAGTTAGAACTGAAGCATGCAAAGGGTAATC 1200 

12 01 TACAGTTGCTGCAGAACTGCCTGGCAGTGTTAAATGGAGACACATAAGCC 1250 

O 1251 ACACTCCGCCTTCCTGTTAAAAAGGGCTGCCTTCCTTCAAATTTTATTTT 13 00 



13 01 TGTTTTCTTAATGATGTTAAGCATTTATGCTCACTGGAAACAAACAAAAA 13 50 
13 51 GCAGCTGAAAAAGTGCATCAACTCCTCTTTTTCTGAGAAACATGGAGCAG 14 00 



W 14 01 CGCACGCCCAGGCGATGCCAGTCTGTGTGCCGTGATGCCGCACTGTGTTC 145 0 



14 51 CCCATGACAGTGGTCCATCATCGTGCACTCGTCATACTCAGAAGTCCAAA 1500 

15 01 GTTCATTCTTCTTTAAAGTAGCCTCTATAACTCTGTTTATTTTATAAATA 1550 
1551 GTATTCCTTATGGCTGCCACTCTTATTTACCTTTAAATAATTTCTGAAAT 1600 
1601 TTAACCTTTTCAGAATGCATTGTTGAAACAAGATAAAGATTGCCTTTTTT 1650 
1651 GAATTTTTTAAATTTTGTTTTTAAAAGCATATACCACCTTAGTTCATTCA 1700 
1701 TGTATCCTGGTAAAGCATCTTAATCAGACTTATTTTTAATTACTGAATAT 1750 
1751 TTCTTAGACGTTTTGGGACAGATTTTATGTAATCTTTATAAGTATGATTT 18 00 
18 01 CTGAAGAAAAGCAAATGCATTAGTATGTTTGCCTTAAACTTGTAGACTAA 1850 
1851 ACCAAGTATTGTAAAATAAACAGCGATAACAGTGATAGTTTTTAACTCTA 1900 
1901 TGGTCATTGTATCACTCTGGAAAATGTGGAGTAGCTGTAATAAATCTACT 1950 
1951 CCTGTATTATGCTTT 1965 
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Figure 3 5 

Clone Sl+12-5 cDNA sequence (SEQ ID No. 25) 

1 GCGGCGCCGAGTCCCGGGAGCGCGGTGGGGGCAGCGGGCGCGGGGCGGGC 50 
51 GCGGGGACCGCGCCAGCCTGTCACTAATGTCTCCCTTTGTGTCTCCCCCA 10 0 
101 TCTCATCCTTTTCCCCGGCGCGCCGTGCCCGCCGACCCCACAGGAAGGCC ISO 
151 TGGACGACGGCCCGGACTTCCTCTCAGAAGAGGACCGCGGACTTAAAGCA 2 00 
2 01 ATAAATGTAGATCTTCAAAGTGATGCTGCTCTGCAGGTGGACATTTCTGA 25 0 

2 51 TGCTCTTAGTGAGCGGGATAAAGTAAAATTCACTGTTCACACAAAGAGTT 3 00 

3 01 CATTGCCAAATTTTAAACAAAACGAGTTTTCAGTTGTTCGGCAACATGAG 350 

3 51 GAATTTATCTGGCTTCATGATTCCTTTGTTGAAAATGAAGACTATGCAGG 4 00 

4 01 TTATATCATTCCACCAGCACCACCAAGACCTGATTTTGATGCTTCAAGGG 4 50 

4 51 AAAAACTACAGAAGCTTGGTGAAGGAGAAGGGTCAATGACGAAGGAAGAA 5 00 
501 TTCACAAAGATGAAACAGGAACTGGAAGCGGGTTGGATAACAGAGAACCT 550 

5 51 TGGGTTTATTCTACTGCTACCTCCATCCTCTGCATCCTTCTTTTTTGTCT 6 00 

6 01 TCACTGAATGACTACCCTCACAGAGATCAAACTTCTCCCATCATTGGTCC 6 50 

6 51 TG CTGGTT TG CTGTG AATATTTGG CAATATT C AAGAAG AC AGTTG CG ATG 700 

7 01 CATGAAGTGTTCCTGTGTCGTGTGGCAGCACATCCTATTTTGAGAAGAGA 750 

7 51 TTTAAATTTCCATGTCTTCTTGGAATATAATCAAGATTTGAGTGTGCGAG 8 00 

8 01 GAAAAAATAAAAAAGAGAAACTTGAAGACTTCTTTAAAAACATGGTTAAA 850 
851 TCAGCAGATGGAGTAATCGTTTCAGGAGTAAAGGATGTAGATGATTTCTT 9 00 
901 TGAGCACGAACGAACATTTCTTTTGGAGTATCATAACCGAGTTAAGGATG 950 
951 CATCTGCTAAATCTGATAGAATGACAAGATCCCACAAAAGTGCTGCAGAT 100 0 
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M 

ff: 

S-Er.T 



1001 GATTACAATAGAATTGGTTCTTCATTATATGCTTTAGGAACTCAGGATTC 1050 

1051 TACAGATATATGCAAGTTTTTTCTCAAAGTTTCAGAACTGTTCGATAAAA 1100 

1151 CAAGAAAAATAGAAGCACGAGTGTCTGCTGATGAAGACCTCAAACTTTCT 1150 

1201 G AT CTTTTAAAATATTAC TT AAGAGAATCT C AAG CTG C T AAGG AT CT C CT 1200 

1251 GTATCGAAGGTCTAGGTCACTAGTGGATTATGAAAATGCTAATAAAGCAC 1250 

13 01 TGGATAAAGCAAGAGCAAAAAATAAAGATGTTCTACAGGCCGAAACTTCC 13 00 

1351 CAACAATTATGTTGTCAGAAATTTGAAAAAATAT CTGAGTCTGCAAAACA 1350 

1401 AGAACTTATAGATTTTAAGACAAGAAGAGTTGCTGCATTCAGAAAAAATT 14 0 0 

1451 TAGTGGAACTGGCAGAGTTAGAACTGAAGCATGCAAAGGGTAATCTACAG 1450 

1501 TTGCTGCAGAACTGCCTGGCAGTGTTAAATGGAGACACATAAGCCACACT 1500 

p 1551 CCGCCTTCCTGTTAAAAAGGGCTGCCTTCCTTCAAATTTTATTTTTGTTT 155 0 

1601 TCTTAATGATGTTAAGCATTTATGCTCACTGGAAACAAACAAAAAGCAGC 1600 

1651 TGAAAAAGTGCATCAACTCCTCTTTTTCTGAGAAACATGGAGCAGCGCAC 1650 

1701 GCCCAGGCGATGCCAGTCTGTGTGCCGTGATGCCGCACTGTGTTCCCCAT 1700 

1751 GACAGTGGTCCATCATCGTGCACTCGTCATACTCAGAAGTCCAAAGTTCA 1750 

18 01 TTCTTCTTTAAAGTAGCCTCTATAACTCTGTTTATTTTATAAATAGTATT 1800 

1851 CCTTATGGCTGCCACTCTTATTTACCTTTAAATAATTTCTGAAATTTAAC 185 0 

1901 CTTTTCAGAATGCATTGTTGAAACAAGATAAAGATTGCCTTTTTTGAATT 1900 

1951 TTTTAAATTTTGTTTTTAAAAGCATATACCACCTTAGTTCATTCATGTAT 2 00 0 

2 001 C CTGGTAAAGCATCTTAATCAGACTTATTTTTAATTACTGAATATTTCTT 2 050 
2151 AGACGTTTTGGGACAGATTTTA.TGTAATCTTTATAAGTATGATTTCTGAA 2100 

3 0 01 GAAAAGCAAATGCATTAGTATGTTTGCCTTAAACTTGTAGACTAAACCAA 2150 
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si 
o 

CD 



3151 GTATTGTAAAATAAACAGCGATAACAGTGATAGTTTTTAACTCTATGGTC 2200 

32 01 ATTGTATCACTCTGGAAAATGTGGAGTAGCTGTAATAAATCTAATCCTGT 2250 

3 251 ATTATGCTTTAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 2300 

3301 AAAAAAAAAAAAAAAAAAA 3319 
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Figure 3 6 

clone SI +27 cDNA sequence (SEQ ID No. 26) 

1 GTCGACCCACGCGTCCGGCGGGCCGTGGGAGGGTCCCGAGGTGGGGGTCG 50 
51 GGGCGGGATGGCTGCAGCGGCGGCCGGGGCCGGGAGCGGGCCCTGGGCGG 100 
101 CCCAGGAGAAGCAGTTCCCGCCGGCGCTGCTGAGTTTCTTCATCTACAAC 15 0 
151 CCGCGCTTCGGGCCGCGCGAAGGACAGGAGGAAAATAAGATTTTATTTTA 2 00 
2 01 T CAT C C AAATG AGGTAGAAAAGAATGAGAAGATTAGAAATGTCGGATTGT 250 

2 51 GTGAAGCTATTGTACAGTTTACAAGGACATTTAGCCCATCAAAACCTGCA 3 0 0 

3 01 AAATCTTTACATACACAGAAGAACAGACAGTTCTTCAATGAACCAGAAGA 35 0 
351 AAATTTCTGGATGGTCATGGTTGTTCGGAATCCTATAATTGAAAAACAGA 4 00 

4 01 GTAAAGATGGAAAAC CAGTTATTGAATATC AAGAGGAGGAGTTGTTGGAC 4 50 
451 AAGGTTTATAGCTCGGTGCTGCGGCAGTGCTACAGCATGTACAAGCTTTT 5 00 
501 TAATGGTACATTTCTGAAAGCCATGGAAGACGGAGGCGTCAAGCTTCTGA 55 0 
551 AAGAAAAATTAGAGAAATTCTTC CATCGGTATTTGCAAACGCTAC ATTTG 60 0 
601 CAGTCATGTGACCTACTTGACATTTTTGGTGGAATCAGCTTCTTCCCGTT 650 
651 GGATAAAATGACTTATTTGAAAATCCAGTCCTTTATTAATAAGAATGGAG 700 
7 01 GAAAGCCTGAATATAGTCAAATACACTGCTTTTCTCTATAACGATCAGCT 750 
751 CATCTGGAGTGGATTAGAACAAGATGACATGAGAATTTTATACAAATACC 8 00 
801 TTACCACCTCCCTTTTCCCAAGGCACATCGAACCTGAGTTAGCAGGAAGG 850 
851 GATTCTCCAATAAGAGCAGAAATG CCAGGAAATCTTCAACACTATGGAAG 900 
901 ATTTCTTACCGGACCCTTGAACCTCAATGATCCAGATGCAAAATGCAGAT 950 
951 TC CCCAAAATTTTTGTAAATACAG ATGACACTTATGAAGAGCTCCATTTA 10 0 0 



41 / 45 



1001 ATCGTTTATAAGGCCATGAGTGCGGCTGTGTGCTTTATGATCGACGCCTC 1050 
1051 TGTCCACCCAACGTTGGATTTTTGCCGAAGACTGGACAGCATCGTTGGGC 1100 
1101 CCCAGCTCACAGTGCTGGCCTCTGACATCTGTGAACAGTTTAACATCAAC 1150 
1151 AAGAGGATGTCCGGGTCTGAGAAAGAACCCCAGTTTAAGTTTATCTACTT 1200 
1201 CAACCACATGAATCTCGCCGAGAAGAGCACAGTTCACATGAGGAAAACGC 1250 
5 1251 CCAGCGTGTCGCTCACTTCCGTGCACCCGGATTTAATGAAGATTCTCGGT 13 00 



m 13 01 GACATCAACAGTGACTTTACCAGAGTGGATGAAGATGAGGAGATCATTGT 13 50 
1351 GAAGGCCATGAGTGATTACTGGGTTGTTGGAAAGAAGTCTGATCGGCGGG 14 00 



^ 14 01 AGCTCTATGTTATTTTGAATCAAAAAAATGCAAACCTGATTGAAGTAAAT 1450 

s 

» 1451 GAGGTCAAGAAACTTTGTGCAACGCAGTTCAACAACATCTTCTTCTTGGA 1500 
O 1501 TTGACGGATGACGGCTCACTGAGAGCATATCTAAAAAACACTCTGCAAAC 1550 
1551 ATTTGGTCACATGCAAGTTAGTGGTCATATGACGGACTGCATTCAGGACA 1600 
1601 AGGGTAAAGCAATACTTGCTTTGAAGAATCACATTTCGACTCGGTCTGCT 1650 
1651 GATCTGAGGTTTTTAGATTTTAAATATTTATGTGGAATTAATTAAAGGTA 1700 
1701 GTTGGCTATATCGCTATCATTTCATTCTTTTGACATTATGTGAATATTTT 1750 
1751 ACTGGAAAATAAGACTAATAAATTGTTAAAAGTTTTTAAAAAAAAAAAAA 1800 
1801 AAAAAAAAAAAAAAAAAAAAAAAAAAGGGCGGCC 1834 
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Figure 3 7 

clone Sl+28 cDNA sequence (SEQ ID No. 27) 

1 GTTTGCAGTTGATGCTAAGGCCTTGCCTCAGAATAAGCCAAGGCCTCTCA 50 

51 CTCAAGAAGAAATTGCTCAGAGACGTGAGCGTGCAAGACAAAGGCATGCA 10 0 

101 GAGAAGCTTGCAGCAGCACAGGGACAGGCACCCTTGGAGCCCACCCAAGA 15 0 

151 TGGGAGTGCCATTGAAACATGTCCAAAAGGAGACGAGCCAAGAGGTGACG 200 

2 01 AG C AA CAGGTGGAAAGTATGAG C C CT AAAC CTGTGCTC CAGGAAGAAAAC 250 

2 51 AACCAAGAGTCTTTTATTGCATTTGCTCGGGTGTTCAGTGGTGTGGCTCG 300 

3 01 AAGAGGAAAGAAAATTTTTGTCTTGGGGCCCAAATACAGTCCTCTTGAGT 350 
351 TTTTACGAAGGGTACCATTATGCTTCTCAGCTCCACCAGATGGCCTCCCC 400 

4 01 CAAGTCCCCCACATGGCATACTGTGCTCTGGAAAACCTGTATCTTCTGAT 450 

4 51 GGGAAGGGAACTGGAATATCTAGAGGAGGTACCTCCAGGAAATGTGCTAG 500 

5 01 GAATAGGAGGC CTT CAAGATTTTGTGCTGAAAT C TGCAACAC TGTGTAGC 550 

5 51 CTGCCATCCTGCCCACCATTTATACCACTCAACTTCGAAGCCACTCCTAT 60 0 

6 01 TGTGAGAGTTGCTGTTGAACCAAAACATCCAAGTGAAATGCCTCAGCTCG 650 
6 51 TAAAAGGAATGAAACTGTTAAACCAGGCTGATCCCTGTGTCCAGATTTTA 700 
701 ATT CAGGAAACGGG AGAGCAC GTTTTAGT C AC AGC AGGAGAAGT C C AC CT 75 0 
751 TCAGCGATGCCTGGATGACTTAAAAGAAAGGTTTGCAAAGATTCATATCA 800 
8 01 GTGTATCTGAACCTATTATTCCATTCAGAGAAACAATCACAAAACCCCCA 850 
851 AAAGTTGACATGGTCAATGAAGAAATAGGCAAACAGCAAAAAGTTGCAGT 900 
901 CAT AC AC C AAATG AAAG AAGAT C AAAG C AAAATC C CTGAAGGAAT C C AAG 950 
951 TTGACTCTGACGGGCTAATCACCATAACAACTCCCAATAAACTTGCCACG 1000 



43 / 45 



10 01 CTCAGTGTTCGAGCCATGCCCCTTCCAGAAGAAGTCACCCAGATTCTGGA 1050 

1051 AGAAAATAGTGATTTGATTCGTTCTATGGAGCAGTTGACATCCTCTTTGA 1100 

1101 ATG AGGGTGAAAATACT CACATG ATTC ATC AGAAGAC C C AAGAGAAAATT 1150 

1151 TGGGAATTCAAAGGAAAACTGGAGCAACACCTAACAGGGAGAAGATGGAG 1200 

12 01 GAACATTGTTGACCAAATCTGGTCATTTGGCCCAAGAAAATGTGGGCCCA 1250 

J 1251 ACATACTAGTCAATAAAAGTGAAGATTTTCAGAACTCAGTATGGACAGGT 13 00 

J 13 01 CCAGCTGACAAAGCTTCAAAAGAAGCCAGTAGATACCGAGATTTGGGCAA 1350 

Si 1351 TAGCATTGTGAGTGGCTTCCAACTAGCAACCCTCTCTGGCCCCATGTGTG 14 00 

® 14 01 AGGAGCCTCTCATGGGTGTCTGTTTTGTTCTGGAAAAATGGGACCTAAGT 1450 

1451 AAATTTGAGGAACAAGGAGCAAGTGATCTGGCAAAAGAGGACAGGAGGAA 1500 

15 01 AATGAAACCTGTTCTGGTGGAAATGAAAACCAAGAGCTACAAGATGGCTG 1550 
1551 CTCTGAGGCCTTTGAGAAGAGGACATCACAGAAAGGAGAATCTCCACTCA 1 6 00 

16 01 CTGACTGCTATGGACCTTTCTCAGGACAGCTAATTGCCACCATGAAAGAA 1650 
1651 GCATGTCGCTATGCACTGCAAGTGAAACCTCAGCGCCTGATGGCAGCTAT 1700 

17 01 GTACACATGTGACATCATGGCCACTGGTGATGTTCTCGGTCGAGTCTATG 1750 
1751 CTGTCTTGTCAAAGAGAGAAGGTCGGGTACTTCAAGAAGAAATGAAAGAA 1800 

18 01 GGGACAGACATGTTCATCATCAAGGCTGTGCTGCCTGTTGCTGAAAGCTT 1850 
1851 TGGTTTTGCTGATGAAATCAGGAAGAGGACAAGTGGCCTGGCCAGCCCAC 1900 
1901 AACTAGTATTCAGCCATTGGGAGATCATTCCCAGTGACCCTTCTGGGTGC 1950 
1951 CAACTACTGAGGAGGAATACTTGCACTTTGGGGAGAAGGCTGACTCTGAG 2 000 
20 01 AACCAAGCCCGGAAGTACATGAACGCAGTACGAAAGCGGAAGGGGCTTTA 2 050 
2051 TGTGGAAGAAAAGATTGTGGAGCATGCAGAAAAGCAGAGGACACTCAGCA 2100 
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N 

SI 



op 



2101 AAAATAAGTAGCTACCTACTACTGGTGGATTCTTTTCCTTATAGTGAATT 215 0 

22 01 TAAAAGTATCATCAAGGGTTTAATATTGGGAAAATTTCTTTTTGCCACAT 225 0 
2251 TATCT CTGTTTATTCACTTT CAATAAAGTTGAT CCATATAAATATTTT AA 23 0 0 

23 01 AGAGGATGTTAAAAAAAAAAAAAAAA 2327 



v 
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